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Figure S1. Enrichment analysis results for UP ceNETs in subcellular localization (Compartments)
and GO cellular components. Significant compartments (A) and GO cellular component (B) terms
for the 6-month-old UP ceNET, and compartments (C) and GO cellular components (D) terms for
the 9-month-old UP ceNET.
A. The Mammalian Phenotype Ontology (Monarch) enrichment B. Biological Process {Gene Ontology) enrichment
FOR FOR
Apnormal oo @ - 70605 Reguiaton of argarclic argan Zation @ I - 10008
1605 20e s
Pronalal growh relarcalion —. : 5:3: Requlstion o mllulxzc':;n“n‘rzm *.——. I jzﬁ
1 ethality during fetal growth h . 2.fie-Nd Pasitive requlation of amanelle —— I ANe-nd
waning 84601 organizatin 30003
Erbryo phenciyy 4. Fostye fegulatn of biological
opneneire Gene count N prosess Gene count

Preweanirg lethaliiy

e Positive reguloton of collulor
prosess

30 Pusilive regu alice
pmpauind metal

50 Orgarelle aran 7ation —.
el ular companent oman zation -.

ACHN CyI0SKCIC.0N OGan Lalion ===l

Ahranmal survival

Embryonic Iy 30710 el
arganngenesis

Embryonic letrality during
omanoqenesis. Samp ete penetance

Growls zeibody egion phenolype |

Viistone mocil Galion e

Ahramal prenatal growthAveightihndy _.
size

nson 0526 0575 0600 0626 NESN 0675 a0 045 070 075 080
Signa Signa
C. The Mammalian Phenotype Ontology (Monarch) enrichment D. Biological Process (Gene Ontology) enrichment
FOR FOR
jonin arom 30607 Posilive regulation o oclular ® I 10007
‘anviranmen [ component organization [P
Ahramal respanse 1o nave ty ==l S.U6U6 ° I 10605
20005 70605
0 -® 10004 Rogulation of collular localzation o 3.00-04
40004 10e03
Nersous system phenotyae REGUITON of Proteir 0G0 Zat me—— 2
Gene count 2 Genecount
Abnarmal postratal grawthiweightbody . 2 Psiive regulation o oellular 0
sizc aroocss
— . 10 Positive reguition of hiological 10
P —— gt
50 ©
s spiemorsnions ———() S R— .
100
Decraased body siza —. ol . I
Abncrmal bordy sie —. Regulalion o” collutar component _. I
‘organzation
i Pusilive royulation u’ prolein
Ahnamal neurte momnlogy =—g et ooty =@
0s6 0S8 080 062 064 086 ass 070

066 068 070 072 or4 078 078 080

Signal Signal

Figure S2. Enrichment analysis results for DOWN ceNETs in Mammalian Phenotype Ontology
(Monarch) and GO biological processes. Significant Monarch (A) and GO biological process (B)
terms for the 6-month-old DOWN ceNET, and Monarch (C) and GO biological process (D) terms
for the 9-month-old DOWN ceNET.
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Figure S3. Main enriched tissue expression terms (TISSUES) of UP (A) and DOWN (B) 6-month
ceNETs and UP (C) and DOWN (D) 9-month ceNETs.

Analysis

Compare enrichment analysis of unselected mRNA vs the appropriateceNET:
List of comparisons

* 6-month DEG Downregulated mRNAs vs 6mo DOWNCceNET.

* 9-month DEG Downregulated mRNAs vs 9mo DOWN ceNET.

* 6-month DEG Upregulated mRNAs vs 6mo UPceNET

* 9-month DEG Upregulated mRNAs vs 9mo UPceNET

Enrichment analysis: 1) Subcellular Localization (COMPARTMENTS), 2)
Cellular component (GO), 3) The Mammalian Phenotype Ontology (Monarch)

Figure S4. Comparisons done for enrichment analysis of unselected mRNAs vs ceNET mRNAs.
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Figure S5. Subcellular localization (Compartments) enrichment results: 6-month Downregulated
mRNAs vs 6mo DOWN ceNET.
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Figure S6. Subcellular localization (Compartments) enrichment results: 9-month Downregulated
mRNAs vs 9mo DOWN ceNET.
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Figure S7. Subcellular localization (Compartments) enrichment results: 6-month upregulated
mRNAs vs 6mo UP ceNET.
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Figure S8. Cellular component (GO) enrichment results: 6-month Downregulated mRNAs vs 6mo
DOWN ceNET.
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Figure S9. Cellular component (GO) enrichment results: 9-month Downregulated mRNAs vs 9mo
DOWN ceNET.
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Figure S10. Cellular component (GO) enrichment results: 6-month upregulated mRNAs vs 6mo UP
ceNET.
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Figure S11. Cellular component (GO) enrichment results: 9-month upregulated mRNAs vs 9mo UP
ceNET.
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Figure S12. The mammalian phenotype ontology (Monarch) enrichment results: 6-month upregu-
lated mRNAs vs 6mo UP ceNET.
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Figure S13. The mammalian phenotype ontology (Monarch) enrichment results: 9-month upregu-
lated mRNAs vs 9mo UP ceNET.



